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Haemophilia B Mutation Database

RRID:SCR_007699
Type: Tool

Proper Citation

Haemophilia B Mutation Database (RRID:SCR_007699)

Resource Information

URL.: http://www.hemobase.com/en/Base de datos HB.htm

Proper Citation: Haemophilia B Mutation Database (RRID:SCR_007699)

Description: It is a database of point mutations and short additions and deletions in the
factor IX gene. The database attempts to offer a view of the spectrum of mutations causing
haemophilia B that is as accurate as possible and this is helped by the fact that about 1/3 of
all mutations have been detected as a result of full population studies. However, some bias
cannot be completely avoided. Obviously there is an over-representation of severe
haemophilia-causing mutations as these tend to be the first analysed and the most likely to
come to notice. We also expect under-representation of double mutants as not all
laboratories have done complete gene screens. Haemophilia B, Haemophilia B Mutation, IX,
IX gene, IX gene mutation

Abbreviations: Haemophilia B Mutation Database

Synonyms: The Haemophilia B Mutation Database

Resource Type: database, data or information resource

Keywords: haemophilia b, haemophilia b mutation, ix, ix gene, ix gene mutation
Funding:

Resource Name: Haemophilia B Mutation Database

Resource ID: SCR_007699

Alternate IDs: nif-0000-02937



https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_007699/resolver
http://www.hemobase.com/en/Base_de_datos_HB.htm

Old URLs: http://www.kcl.ac.uk/ip/petergreen/haemBdatabase.html
Record Creation Time: 20220129T080243+0000

Record Last Update: 20250412T055208+0000

Ratings and Alerts
No rating or validation information has been found for Haemophilia B Mutation Database.

No alerts have been found for Haemophilia B Mutation Database.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 1 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF.

Li H, et al. (2011) In vivo genome editing restores haemostasis in a mouse model of
haemophilia. Nature, 475(7355), 217.
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