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Resource Information

URL: http://www.genome.umin.jp

Proper Citation: Cancer Genomics Project (RRID:SCR_007242)

Description: This portal shows you the current research projects happening with in the
Cancer Genomics Project. Sponsors: This project is supported by Core Research for
Evolutional Science and Technology (CREST), Japan Science and Technology Agenecy.
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Ratings and Alerts

No rating or validation information has been found for Cancer Genomics Project.
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No alerts have been found for Cancer Genomics Project.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 24 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF.
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