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Resource Information

URL.: http://atlasgeneticsoncology.org/

Proper Citation: Atlas of Genetics and Cytogenetics in Oncology and Haematology
(RRID:SCR_007199)

Description: Online journal and database devoted to genes, cytogenetics, and clinical
entities in cancer, and cancer-prone diseases. Its aim is to cover the entire field under study
and it presents concise and updated reviews (cards) or longer texts (deep insights)
concerning topics in cancer research and genomics.

Synonyms: Genetics and Cytogenetics Atlas
Resource Type: data or information resource, database, atlas

Defining Citation: PMID:23161685

Keywords: gene, cytogenetic, cancer, cancer research, genomic, online journal, bio.tools,
FASEB list
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Ratings and Alerts

No rating or validation information has been found for Atlas of Genetics and Cytogenetics in
Oncology and Haematology.

No alerts have been found for Atlas of Genetics and Cytogenetics in Oncology and
Haematology.
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Usage and Citation Metrics
We found 36 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF.
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