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Proper Citation

Midbody, Centrosome and Kinetochore (RRID:SCR_007052)

Resource Information

URL.: http://microkit.biocuckoo.org/

Proper Citation: Midbody, Centrosome and Kinetochore (RRID:SCR_007052)

Description: MiCroKit database is the first integrative resource to pin point most of
identified components and related scientific information of midbody, centrosome and
kinetochore. In this work, we have collected all proteins identified to be localized on
kinetochore, centrosome, and/or midbody from two fungi (S. cerevisiae and S. pombe)
and five animals, including C. elegans, D. melanogaster, X. laevis, M. musculus and H.
sapiens. From the related literature of PubMed, numerous proteins have been manually
curated to be localized on at least one of the sub-cellular localizations of kinetochore,
centrosome and midbody. And to promise the quality of data, based on the rationale of
Seeing is believing (Bloom K et al., 2005), these proteins have been unambiguously
observed under fluorescent microscope as directly supportive evidences. Then an
integrated and searchable database MiCroKit - Midbody, Centrosome and Kinetochore
has been established. The version 1.0 of MiCroKit database was set up on Nov. 2nd,
2005, containing 1,065 unique proteins. The MiCroKit version 2.0 was released on Jun.
5th, 2006, with 1,120 entries. Currently, the MiCroKit 3.0 database was updated on July 9,
2009, containing 1,489 unique protein entries. The online service of MiCroKit 3.0 was
implemented in PHP + MySQL + JavaScript. And the local packages of MiCroKit 3.0 were
developed in JAVA 1.5 (J2SE). The database will be updated routinely as new microkit
proteins are reported.

Abbreviations: MiCroKit

Synonyms: MiCroKit - An Integrated Database of Midbody Centrosome and Kinetochore,
MiCroKit - An Integrated Database of Midbody Centrosome Kinetochore, MiCroKit
database, MiCroKit - Midbody Centrosome and Kinetochore, MiCroKit - Midbody
Centrosome Kinetochore

Resource Type: data or information resource, database

Defining Citation: PMID:19783819
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https://neuinfo.org/data/record/nlx_144509-1/SCR_007052/resolver
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Ratings and Alerts

No rating or validation information has been found for Midbody, Centrosome and
Kinetochore.

No alerts have been found for Midbody, Centrosome and Kinetochore.

Data and Source Information

Source: SciCrunch Registry
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