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Proper Citation

PrimerBank (RRID:SCR_006898)

Resource Information

URL: http://pga.mgh.harvard.edu/primerbank/

Proper Citation: PrimerBank (RRID:SCR_006898)

Description: Database of human and mouse primer pairs for gene expression analysis by
polymerase chain reaction (PCR) and quantitative PCR (qPCR). A total of 306,800
primers covering most known human and mouse genes can be accessed from the
PrimerBank database, together with information on these primers such as T(m), location
on the transcript and amplicon size. For each gene, at least one primer pair has been
designed and in many cases alternative primer pairs exist. Primers have been designed to
work under the same PCR conditions, thus facilitating high-throughput QPCR. All primers
in PrimerBank were carefully designed to ensure gene specificity. All experimental
validation data for mouse primers are available from PrimerBank. You can submit your
primers. They will be added to the database once they are properly QCd.

Abbreviations: PrimerBank
Synonyms: PrimerBank: PCR Primers for Gene Expression Detection and Quantification

Resource Type: storage service resource, service resource, data repository, data or
information resource, database

Defining Citation: PMID:22086960, PMID:19906719, PMID:19108745, PMID:14654707

Keywords: electrophoresis, gene expression, quantitative pcr, gel, gene, agarose,
algorithm, amplification, human, molecular probe, primer database, mouse, pcr, primer,
primer pair, protein, quantification, reaction, secondary structure, polymerase chain
reaction, real-time pcr, pcr primer, detection, blast, bio.tools, FASEB list

Funding: NHLBI UO1 HL66678

Availability: Public, Acknowledgement requested, The community can contribute to this
resource
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Resource Name: PrimerBank

Resource ID: SCR_006898

Alternate IDs: nif-0000-21333, OMICS_02323, biotools:primerbank
Alternate URLSs: https://bio.tools/primerbank

Record Creation Time: 20220129T080238+0000

Record Last Update: 20260807T042643+0000

Ratings and Alerts

No rating or validation information has been found for PrimerBank.

No alerts have been found for PrimerBank.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 1709 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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