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Immune Epitope Database and Analysis Resource

(IEDB)

RRID:SCR_006604
Type: Tool

Proper Citation

Immune Epitope Database and Analysis Resource (IEDB) (RRID:SCR_006604)

Resource Information

URL: https://www.iedb.org/

Proper Citation: Immune Epitope Database and Analysis Resource (IEDB)
(RRID:SCR_006604)

Description: Repository contains antibody/B cell and T cell epitope information and
epitope prediction and analysis tools. Immune epitopes are defined as molecular
structures recognized by specific antigen receptors of the immune system, namely
antibodies, B cell receptors, and T cell receptors. Immune epitopes from infectious
diseases, excluding HIV, and immune-mediated diseases and the accompanying
biological information are included.

Abbreviations: IEDB
Synonyms: Immune Epitope Database and Analysis Resource, , IEDB

Resource Type: service resource, data repository, data analysis service, storage service
resource, production service resource, analysis service resource

Defining Citation: PMID:39558162

Keywords: human, non-human primate, rodent, pig, cat, non-human animal, t cell, b cell,
epitope, infectious disease, major histocompatibility complex, bio.tools, FASEB list

Funding: niad
Availability: open
Resource Name: Immune Epitope Database and Analysis Resource (IEDB)

Resource ID: SCR_006604
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Alternate IDs: nif-0000-03017, biotools:iedb, r3d100012702

Alternate URLSs: https://nextgen-tools.iedb.org/, https://doi.org/10.17616/R3X217
License URLs: https://www.iedb.org/terms_of use_v3.php

Record Creation Time: 20220129T080237+0000

Record Last Update: 20260729T044138+0000

Ratings and Alerts

No rating or validation information has been found for Immune Epitope Database and
Analysis Resource (IEDB).

No alerts have been found for Immune Epitope Database and Analysis Resource (IEDB).

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 383 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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