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Proper Citation

UMD-BRCA1/ BRCA2 databases (RRID:SCR_006128)

Resource Information

URL: http://www.umd.be/BRCA1/

Proper Citation: UMD-BRCA1/ BRCA2 databases (RRID:SCR_006128)

Description: The UMD-BRCA1/BRCA2 databases have been set up in a joined national 
effort through the network of 16 diagnostic laboratories to provide up-to-date information 
about mutations of the BRCA1 and BRCA2 genes identified in patients with breast and/or 
ovarian cancer. These databases currently contain published and unpublished information 
about the BRCA1/BRCA2 mutations reported in French diagnostic laboratories. This 
database includes 28 references and 5530 mutations (1440 different mutations and 786 
protein variants) The databases of BRCA1 and BRCA2 mutations were built using the 
Universal Mutation Database tool. For each mutation, information is provided at several 
levels: * at the gene level: exon and codon number, wild type and mutant codon, mutation 
event, mutation name and, * at the protein level: wild type and mutant amino acid, binding 
domain, affected domain. If you want to submit a mutation, please contact R. Lidereau., S. 
Caputo. or E. Rouleau.

Abbreviations: UMD-BRCA1/ BRCA2 databases

Synonyms: UMD-BRCA1 mutations database, UMD-BRCA1 / BRCA2 databases, UMD-
BRCA1/BRCA2 databases

Resource Type: data repository, service resource, storage service resource, database, data 
or information resource

Defining Citation: PMID:22144684

Keywords: cancer, gene, mutation, exon, codon, wild type, mutant, mutation, protein, amino 
acid, binding domain, affected domain, brca1, brca2, variant, polymorphism, unclassified 
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variant, unknown variant, female, woman, bio.tools

Related Condition: Breast cancer, Ovarian cancer

Funding: French National Cancer Institute ;
European Union FP7/2007-2013;
Association dAide a la Recherche Cancerologique de Saint Cloud

Availability: The UMD- BRCA1 Locus Specific Databases constitute the intellectual property 
of the curators of the database. Any unauthorized copying, Storage or distribution of this 
material without written permission from the curators would lead to copyright infringement 
with possible ensuing litigation.

Resource Name: UMD-BRCA1/ BRCA2 databases

Resource ID: SCR_006128

Alternate IDs: nlx_151608, biotools:brca_share

Alternate URLs: https://bio.tools/brca_share

Record Creation Time: 20220129T080234+0000

Record Last Update: 20250428T053214+0000

Ratings and Alerts

No rating or validation information has been found for UMD-BRCA1/ BRCA2 databases.

No alerts have been found for UMD-BRCA1/ BRCA2 databases.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 26 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF.
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detection of germline mutations in hereditary breast/ovarian cancer. PeerJ, 7, e6661.
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Gornjec A, et al. (2019) Cytology material is equivalent to tumor tissue in determining 
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patients with ovarian cancer. Oncotarget, 8(60), 101325.

Eliade M, et al. (2017) The transfer of multigene panel testing for hereditary breast and 
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