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Proper Citation

GeneTools (RRID:SCR_005663)

Resource Information

URL: http://www.genetools.us

Proper Citation: GeneTools (RRID:SCR_005663)

Description: Web-service providing access to database that brings together information
from broad range of resources. Web application for functional annotation and statistical
hypothesis testing. Provides tools for analysis of genomic and microarray data. Collection
of tools include Bibliographic Information,Databases,Gene Annotation,Gene Regulation,
Microarray,Proteins,Sequence Manipulation - Nucleic Acids,Sequence Manipulation -
Protein, Systems Biology.

Abbreviations: GeneTools

Resource Type: software resource, data or information resource, data access protocol,
web service

Defining Citation: PMID:17062145

Keywords: genome-wide analyses, annotation, gene, visualization, ontology or
annotation browser, ontology or annotation search engine, ontology or annotation
visualization, database or data warehouse, statistical analysis, term enrichment, browser,
search engine, FASEB list

Funding: National Council on Cardiovascular Diseases ;
Norwegian University of Science and Technology ;
Norwegian Research Council

Resource Name: GeneTools
Resource ID: SCR_005663
Alternate IDs: SCR_002911, SCR_007388, nif-0000-00407, nif-0000-30011, nix_149102

Record Creation Time: 20220129T080231+0000



https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_005663/resolver
http://www.genetools.us
https://pubmed.ncbi.nlm.nih.gov/17062145

Record Last Update: 20260801T042614+0000

Ratings and Alerts
No rating or validation information has been found for GeneTools.

No alerts have been found for GeneTools.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 1752 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .

Kansikas M, et al. (2023) Tumor-independent Detection of Inherited Mismatch Repair
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of molecular sciences, 24(4).
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metabolism, structure, and autophagy of the mouse heart. Physiological reports, 11(2),
el5574.
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Academy of Sciences of the United States of America, 120(4), e2208941120.
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Saralahti AK, et al. (2023) Characterization of the innate immune response to
Streptococcus pneumoniae infection in zebrafish. PLoS genetics, 19(1), e1010586.
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Scaffold-Based DNA Gyrase Inhibitors with Potent Activity against Acinetobacter
baumannii and Pseudomonas aeruginosa. Journal of medicinal chemistry, 66(2), 1380.

Zhang N, et al. (2023) Reduced hydrogen sulfide production contributes to adrenal
insufficiency induced by hypoxia via modulation of NLRP3 inflammasome activation.
Redox report : communications in free radical research, 28(1), 2163354.




