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Description: This TRbase is a relational tandem repeat database that relates tandem
repeats to gene locations and disease genes of the human genome. The TRbase stores both
perfect and imperfect repeats of 1 to 2000 bp unit lengths that were identified using the
Tandem Repeat Finder program. Disease information for all 24 chromosomes was retrieved
from the Online Mendelian Inheritance in Man (OMIM) database. There are five main search
forms by which the user may query the database: 1. The Advanced tandem repeat search:
This allows a complete search for tandem repeats using a combination of criteria, such as
total tandem repeat length, repeat unit length, copy number of the repeats, percentage
matches and the consensus repeat pattern. On submission, the number of repeats and the
detailed tandem repeat characteristics of each repeat that match the user query are
tabulated. 2. The Main search: This relates tandem repeat data to genes and diseases. The
user may specify a gene of interest to view details of all repeats associated with it or search
for tandem repeats present in a particular disease by entering the name/keyword for the
disease or the MIM number of the disease gene. 3. The Composite search: This more
advanced search allows the user to query specifically for repeats present in exons, introns or
intergenic regions of a gene or disease gene. 4. The Gene Search: Further information on
genes can be available by a simple gene name search on this page. 5. The Disease search:
This allows extensive information on disease genes on all chromosomes of the human
genome. Searching for a MIM number, or keyword searches specifying the features of the
disease, will retrieve the information on the disease and the chromosome in which the
disease gene occurs. Each entry retrieved is linked to the OMIM database for detailed
literature and gene map information on the disease.

Synonyms: TRbase

Resource Type: database, data or information resource

Funding:

Resource Name: TRbase: A Database Of Tandem Repeats In The Human Genome
Resource ID: SCR_005658

Alternate IDs: nif-0000-03583

Record Creation Time: 20220129T080231+0000

Record Last Update: 20250420T015523+0000

Ratings and Alerts

No rating or validation information has been found for TRbase: A Database Of Tandem
Repeats In The Human Genome.

No alerts have been found for TRbase: A Database Of Tandem Repeats In The Human
Genome.




Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 1 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF.

Yu J, et al. (2015) PTGBase: an integrated database to study tandem duplicated genes in
plants. Database : the journal of biological databases and curation, 2015.
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