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Proper Citation

TRANSFAC (RRID:SCR_005620)

Resource Information

URL: http://www.gene-regulation.com/pub/databases.html#transfac

Proper Citation: TRANSFAC (RRID:SCR_005620)

Description: Manually curated database of eukaryotic transcription factors, their genomic
binding sites and DNA binding profiles. Used to predict potential transcription factor
binding sites.

Abbreviations: TRANSFAC

Resource Type: database, data or information resource

Defining Citation: PMID:12520026

Keywords: Curated, eucaryotic, transcription, factor, genomic, binding, site, sequence,
regulated, gene, bio.tools

Funding: European Commission ;
German Ministry of Education and Research

Availability: Free, Freely available

Resource Name: TRANSFAC

Resource ID: SCR_005620

Alternate IDs: biotools:transfac, nif-0000-03576

Alternate URLs: http://www.biobase-international.com/pages/index.php?id=transfac,
http://gene-regulation.com/pub/databases.html, https://bio.tools/transfac

Record Creation Time: 20220129T080231+0000

Record Last Update: 20260807T042622+0000

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_005620/resolver
http://www.gene-regulation.com/pub/databases.html#transfac
https://pubmed.ncbi.nlm.nih.gov/12520026


Ratings and Alerts

No rating or validation information has been found for TRANSFAC.

No alerts have been found for TRANSFAC.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 266 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .
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Li HT, et al. (2022) Characterizing DNA methylation signatures of retinoblastoma using
aqueous humor liquid biopsy. Nature communications, 13(1), 5523.
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