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FASTX-Toolkit

RRID:SCR_005534
Type: Tool

Proper Citation

FASTX-Toolkit (RRID:SCR_005534)

Resource Information

URL: http://hannonlab.cshl.edu/fastx_toolkit/

Proper Citation: FASTX-Toolkit (RRID:SCR_005534)

Description: Software tool as collection of command line tools for Short-Reads
FASTA/FASTQ files preprocessing.

Synonyms: FASTQ/A short-reads pre-processing tools

Resource Type: software toolkit, software resource, software application, data processing
software

Keywords: Short reads, FASTA file, FASTQ file, preprocessing, command line tools,
bio.tools

Resource Name: FASTX-Toolkit

Resource ID: SCR_005534

Alternate IDs: SCR_019035, SCR_015042, biotools:fastx-toolkit, OMICS 01045
Alternate URLSs: https://github.com/agordon/fastx_toolkit, https://bio.tools/fastx-toolkit
License: Affero GPL (AGPL)

Record Creation Time: 20220129T080230+0000

Record Last Update: 20260808T190305+0000

Ratings and Alerts
No rating or validation information has been found for FASTX-Toolkit.

No alerts have been found for FASTX-Toolkit.
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Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 2864 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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