Resource Summary Report

Generated by NIF on Aug 3, 2026

StellaBase: Nematostella vactensis genomics
database
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Type: Tool

Proper Citation

StellaBase: Nematostella vactensis genomics database (RRID:SCR_005153)

Resource Information

URL: http://stellabase.org

Proper Citation: StellaBase: Nematostella vactensis genomics database
(RRID:SCR_005153)

Description: StellaBase is a genomics database of Nematostella vectensis. It allows
users to query the assembled Nematostella genome, a confirmed gene library, and a
predicted genome using both keyword and homology based search functions. Data
provided by these searches will elucidate gene family evolution in early animals. Unique
research tools, including a Nematostella genetic stock library, a primer library, a literature
repository and a gene expression library will provide support to the burgeoning
Nematostella research community. Supported by: National Science Foundation (Grant No.
0212773 to JRF)

Synonyms: StellaBase

Resource Type: database, data or information resource

Keywords: gene family evolution, nematostella vectensis, nematostella vectensis genome
Resource Name: StellaBase: Nematostella vactensis genomics database

Resource ID: SCR_005153

Alternate IDs: nif-0000-03497

Record Creation Time: 20220129T080228+0000

Record Last Update: 20260803T040417+0000

Ratings and Alerts
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No rating or validation information has been found for StellaBase: Nematostella vactensis
genomics database.

No alerts have been found for StellaBase: Nematostella vactensis genomics database.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 13 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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