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Segtools
RRID:SCR_004394
Type: Tool

Proper Citation

Segtools (RRID:SCR_004394)

Resource Information

URL: http://noble.gs.washington.edu/proj/segtools/

Proper Citation: Segtools (RRID:SCR_004394)

Description: Segtools is a Python package designed to put genomic segmentations back
in the context of the genome! Using R for graphics, Segtools provides a number of
modules to analyze a segmentation in various ways and help you interpret its biological
relevance. Segmentations should be in BED4+ or GFF format, with the ''name'' field of
each line used specifying the segment label of that line. The Segtools commands allow
you to compare the properties of the segment labels with one another.

Resource Type: software resource, source code

Defining Citation: PMID:22029426

Resource Name: Segtools

Resource ID: SCR_004394

Alternate IDs: nlx_40271

Record Creation Time: 20220129T080224+0000

Record Last Update: 20260804T043231+0000

Ratings and Alerts

No rating or validation information has been found for Segtools.

No alerts have been found for Segtools.

Data and Source Information

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_004394/resolver
http://noble.gs.washington.edu/proj/segtools/
https://pubmed.ncbi.nlm.nih.gov/22029426


Source: SciCrunch Registry

Usage and Citation Metrics

We found 3 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .

Zhang L, et al. (2019) Tumor-derived extracellular vesicles inhibit osteogenesis and
exacerbate myeloma bone disease. Theranostics, 9(1), 196.

Richard G, et al. (2017) Dosage compensation and sex-specific epigenetic landscape of
the X chromosome in the pea aphid. Epigenetics & chromatin, 10, 30.

Buske OJ, et al. (2011) Exploratory analysis of genomic segmentations with Segtools.
BMC bioinformatics, 12, 415.

https://neuinfo.org/rin/sources/SCR_005400
https://neuinfo.org/data/record/nlx_144509-1/SCR_004394/resolver/mentions

