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Proper Citation

ProteomeXchange (RRID:SCR_004055)

Resource Information

URL: http://www.proteomexchange.org

Proper Citation: ProteomeXchange (RRID:SCR_004055)

Description: A data repository for proteomic data sets. The ProteomeExchange
consortium, as a whole, aims to provide a coordinated submission of MS proteomics data
to the main existing proteomics repositories, as well as to encourage optimal data
dissemination. ProteomeXchange provides access to a number of public databases, and
users can access and submit data sets to the consortium's PRIDE database and
PASSEL/PeptideAtlas.

Synonyms: , ProteomeXchange, Proteome Exchange

Resource Type: catalog, consortium, data or information resource, data repository,
database, organization portal, portal, service resource, storage service resource

Keywords: consortium, database, proteomics, MS proteomics, protein, mass
spectrometry, bio.tools, FASEB list

Funding: European Union 260558

Availability: Public, The community can contribute to this resource

Resource Name: ProteomeXchange

Resource ID: SCR_004055

Alternate IDs: r3d100012122, nlx_158620, biotools:proteomexchange

Alternate URLs: http://proteomecentral.proteomexchange.org,
https://bio.tools/proteomexchange, https://doi.org/10.17616/R32D29

License URLs: http://www.ebi.ac.uk/about/terms-of-use

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_004055/resolver
http://www.proteomexchange.org


Record Creation Time: 20220129T080222+0000

Record Last Update: 20260821T193727+0000

Ratings and Alerts

No rating or validation information has been found for ProteomeXchange.

No alerts have been found for ProteomeXchange.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 6107 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .
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molecular medicine, 30(7), e71097.


