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Proper Citation

Cancer Research UK (RRID:SCR_004041)

Resource Information

URL: http://www.cancerresearchuk.org/

Proper Citation: Cancer Research UK (RRID:SCR_004041)

Description: Cancer Research UK is the world''s leading charity dedicated to beating cancer 
through research. We''ve saved millions of lives with our groundbreaking work into 
preventing, diagnosing and treating cancer. People''s chances of surviving cancer have 
doubled in the last 40 years, and we''ve been at the heart of that progress. But more than 
one in three of us will still get cancer at some point. Our vital work, funded entirely by the 
public, will help ensure that millions more people survive. Our aim is to save lives from 
cancer. More people are beating cancer than ever before thanks to our work and your 
support. We work in the areas where we can make the most impact: * Research we support 
the work of over 4,000 scientists, doctors and nurses across the UK to investigate all aspects 
of cancer. * Information we work to prevent cancer and help people cope with its effects by 
providing information for cancer patients and their families, health professionals and the 
general public. * Influencing public policy we campaign to keep cancer at the top of the 
health agenda. Cancer Research UK is a registered charity in England and Wales (1089464) 
and in Scotland (SC041666). Registered as a company limited by guarantee in England & 
Wales No. 4325234.

Abbreviations: CRUK

Resource Type: institution

Funding:

Resource Name: Cancer Research UK
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Resource ID: SCR_004041

Alternate IDs: Wikidata: Q326079, Crossref funder ID: 501100000289, nlx_143542, 
grid.11485.39, ISNI: 0000 0004 0422 0975

Alternate URLs: https://ror.org/054225q67

Record Creation Time: 20220129T080222+0000

Record Last Update: 20250214T183008+0000

Ratings and Alerts

No rating or validation information has been found for Cancer Research UK.

No alerts have been found for Cancer Research UK.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 374 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF.
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