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Proper Citation

Telethon Foundation (RRID:SCR_003803)

Resource Information

URL: http://www.telethon.it/en

Proper Citation: Telethon Foundation (RRID:SCR_003803)

Description: Since 1990 Telethon, along with millions of Italians, has stepped up to the 
challenge of beating muscular dystrophy and the other genetic diseases. It is a marathon 
against time, because there are many people who live with these rare disorders, and the 
resources to deal with them have to be carefully measured out because there is not much 
public or private funding invested in this field of research, and the path to finding cures is 
often long and tortuous. The foundation In order to guarantee as much research funding as 
possible into muscular dystrophy and other genetic diseases, the Telethon team works 
throughout the year and has adopted a management system for the donated funds that is 
strict and efficient. For every euro raised by Telethon, about eighty euro cents reach the 
cutting edge laboratories and excellent research centers. Scientific area The selection of the 
best research projects, the funding of dedicated researchers and the foundation and 
maintenance of its research institutes make Telethon a point of Italian excellence in the 
world. Along with recognition from the international scientific community, Telethon's world of 
research is the biggest ally of all the people who live with muscular dystrophy or other 
genetic disorders every day. The online database provides complete information about the 
projects funded by Telethon from 1991 to the present. The archive contains information 
about all the Foundation's efforts in the field of biomedical research. In addition to a search 
by disease, it is possible, using the advanced search function, to interrogate the database by 
groups of disorders, by the name of a researcher or research institute, or by the town, 
province, or region where projects are based. The use of another search filter makes it 
possible to check which research projects are ongoing and which have come to an end.

Abbreviations: Telethon
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Synonyms: TeleThon.it

Resource Type: portal, database, funding resource, data or information resource, disease-
related portal, topical portal

Funding:

Resource Name: Telethon Foundation

Resource ID: SCR_003803

Alternate IDs: nlx_143533

Record Creation Time: 20220129T080221+0000

Record Last Update: 20250508T064847+0000

Ratings and Alerts

No rating or validation information has been found for Telethon Foundation.

No alerts have been found for Telethon Foundation.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 25 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF.
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