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Proper Citation

GeneChip Operating Software (RRID:SCR_003408)

Resource Information

URL.: http://www.scripps.edu/researchservices/dna_array/pages/Data Analysis GCOS.htm

Proper Citation: GeneChip Operating Software (RRID:SCR_003408)

Description: Affymetrix has recently released a new software for the acquisition,
management, and analysis of gene expression data. The new GeneChip Operating Software
(GCOS) platform enables researchers to perform gene expression, SNP mapping and
resequencing analysis with integrated data management and scalable client server
configurations. * Compatible with additional Affymetrix analysis software such as Data Mining
Tool (DMT) and GeneChip DNA Analysis Software (GDAS) * Supports Gene Expression,
Resequencing and Genotyping Applications * Baseline Comparison Analysis Input:
Affymetrix .DAT file Output: Affymetrix files (.CEL, .CHP, .RPT, .EXP, .TXT) Availability: The
Core Facility has a copy of GCOS, as well as an older version of the Affymetrix software,
Microarray Suite (MAS), available for use upon request.

Abbreviations: GCOS

Synonyms: GeneChip Operating Software (GCOS), DNA Array Core Facility GeneChip
Operating Software, DNA Array Core Facility GeneChip Operating Software (GCOS)

Resource Type: software application, sequence analysis software, data analysis software,
data processing software, software resource

Keywords: gene expression, snp mapping, resequencing, analysis, genotyping, platform,
software, comparison, analysis

Funding:

Resource Name: GeneChip Operating Software
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Ratings and Alerts
No rating or validation information has been found for GeneChip Operating Software.

No alerts have been found for GeneChip Operating Software.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 649 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF.
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