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Primer3

RRID:SCR_003139
Type: Tool

Proper Citation

Primer3 (RRID:SCR_003139)

Resource Information

URL: http://primer3.ut.ee

Proper Citation: Primer3 (RRID:SCR_003139)

Description: Tool used to design PCR primers from DNA sequence - often in high-
throughput genomics applications. It does everything from mispriming libraries to
seguence quality data to the generation of internal oligos.

Abbreviations: Primer3

Synonyms: Primer3web - Pick primers from a DNA sequence, Primer3 - PCR primer
design tool, Primer3web

Resource Type: analysis service resource, data analysis service, production service
resource, service resource, software resource

Defining Citation: PMID:22730293, PMID:17379693, DOI:10.1385/1-59259-192-2:365,
DOI:10.1385/1-59259-192-2:365

Keywords: primer, primer design, polymerase chain reaction, pcr primer, dna sequence,
c, perl, bio.tools

Funding: NHGRI R01-HG00257,
NHGRI P50-HG00098

Availability: Free, Freely available
Resource Name: Primer3
Resource ID: SCR_003139

Alternate IDs: nlx_156833, OMICS_ 02325, biotools:primer3



https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_003139/resolver
http://primer3.ut.ee
https://pubmed.ncbi.nlm.nih.gov/22730293
https://pubmed.ncbi.nlm.nih.gov/17379693
https://dx.doi.org/10.1385/1-59259-192-2:365
https://dx.doi.org/10.1385/1-59259-192-2:365

Alternate URLSs: http://bioinfo.ut.ee/primer3-0.4.0/,
http://sourceforge.net/projects/primer3/, http://frodo.wi.mit.edu/primer3,
https://bio.tools/primer3, https://sources.debian.org/src/primer3/,
https://sources.debian.org/src/primer3/

Record Creation Time: 20220129T080217+0000

Record Last Update: 20260821T193701+0000

Ratings and Alerts
No rating or validation information has been found for Primer3.

No alerts have been found for Primer3.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 11934 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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