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Proper Citation

pLabel (RRID:SCR_002923)

Resource Information

URL: http://pfind.ict.ac.cn/software/pLabel/index.html

Proper Citation: pLabel (RRID:SCR_002923)

Description: Mass spectral peak labeling software developed for proteomics research.

Resource Type: software resource

Keywords: mass spectrometry, proteomics

Funding:

Resource Name: pLabel

Resource ID: SCR_002923

Alternate IDs: OMICS_02469

Record Creation Time: 20220129T080216+0000

Record Last Update: 20250420T014130+0000

Ratings and Alerts

No rating or validation information has been found for pLabel.

No alerts have been found for pLabel.

Data and Source Information

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_002923/resolver
http://pfind.ict.ac.cn/software/pLabel/index.html


Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 23 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF.
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Raj A, et al. (2024) PgxSAVy: A tool for comprehensive evaluation of variant peptide quality 
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biotechnology journal, 23, 711.

Yao G, et al. (2024) FBLN7 mediates vascular smooth muscle cell phenotype switching and 
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Liu Q, et al. (2023) A Two-Stage Screw Detection Framework for Automatic Disassembly 
Using a Reflection Feature Regression Model. Micromachines, 14(5).

Yan S, et al. (2023) Polo-like kinase 1 (PLK1) O-GlcNAcylation is essential for dividing 
mammalian cells and inhibits uterine carcinoma. The Journal of biological chemistry, 299(2), 
102887.

Kanjana K, et al. (2023) Autoimmunity to synovial extracellular matrix proteins in patients 
with postinfectious Lyme arthritis. The Journal of clinical investigation, 133(17).
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