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Proper Citation

ATGC: Montpellier bioinformatics platform (RRID:SCR_002917)

Resource Information

URL: http://www.atgc-montpellier.fr/

Proper Citation: ATGC: Montpellier bioinformatics platform (RRID:SCR_002917)

Description: A bioinformatics platform that is a joint project of several South of France
laboratories with available services based on their expertise, issued from their research
activities which involve phylogenetics, population genetics, molecular evolution, genome
dynamics, comparative and functional genomics, and transcriptome analysis. Most of the
software and databases on ATGC are (co)authored by researchers from South of France
teams. Some are widely used and highly cited. South of France laboratories: * CRBM
(transcriptomes and stem cells). * IBC (computational biology). * MiVEGEC (evolution and
phylogeny). * LGDP (plant genomics). * LIRMM (computer science). * South Green (plant
genomics).

Abbreviations: ATGC

Synonyms: ATGC - South of France bioinformatics platform

Resource Type: data or information resource, catalog, topical portal, database, portal

Keywords: bioinformatics, genome, genetics, molecular evolution, comparative,
functional, dynamics, transcriptome, analysis, database, data analysis service, software
resource, data set, high-throughput sequencing, binary, phylogenetics, population
genetics, genome dynamics, comparative genomics, functional genomics, transcriptome
analysis, molecular, evolution, stem cell, computational biology, plant genomics, FASEB
list

Resource Name: ATGC: Montpellier bioinformatics platform

Resource ID: SCR_002917

Alternate IDs: nif-0000-30044

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_002917/resolver
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Record Creation Time: 20220129T080216+0000

Record Last Update: 20260808T042533+0000

Ratings and Alerts

No rating or validation information has been found for ATGC: Montpellier bioinformatics
platform.

No alerts have been found for ATGC: Montpellier bioinformatics platform.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 230 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .
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