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Proper Citation

Pathview (RRID:SCR_002732)

Resource Information

URL: http://www.bioconductor.org/packages/release/bioc/html/pathview.html

Proper Citation: Pathview (RRID:SCR_002732)

Description: A tool set for pathway-based data integration and visualization. It maps and
renders a wide variety of biological data on relevant pathway graphs. All users need is to
supply their data and specify the target pathway. Pathview automatically downloads the
pathway graph data, parses the data file, maps user data to the pathway, and render
pathway graph with the mapped data. In addition, Pathview also seamlessly integrates
with pathway and gene set (enrichment) analysis tools for large-scale and fully automated
analysis.

Synonyms: path view
Resource Type: software resource

Defining Citation: PMID:23740750

Keywords: software package, r, differential expression, gene expression, gene set
enrichment, genetics, graph, network, metabolomics, microarray, pathway, proteomics,
rna-seq, sequencing, systems biology, visualization, bio.tools

Availability: Free, Freely available, Available for download

Resource Name: Pathview

Resource ID: SCR_002732

Alternate IDs: biotools:pathview, OMICS_ 05212

Alternate URLSs: http://pathview.r-forge.r-project.org/, https://bio.tools/pathview

License: GNU General Public License, v3 or greater
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Record Creation Time: 20220129T080215+0000

Record Last Update: 20260801T190213+0000

Ratings and Alerts
No rating or validation information has been found for Pathview.

No alerts have been found for Pathview.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 569 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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Stingel RL, et al. (2026) Proteomic analysis reveals shared biological pathways linking
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