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Type: Tool

Proper Citation

WoLF PSORT (RRID:SCR_002472)

Resource Information

URL: http://www.genscript.com/psort/wolf_psort.html

Proper Citation: WoLF PSORT (RRID:SCR_002472)

Description: Data analysis service for protein subcellular localization prediction.

Abbreviations: WoLF PSORT

Synonyms: WoLF PSORT - Protein Subcellular Localization prediction

Resource Type: data analysis service, production service resource, analysis service
resource, service resource

Keywords: subcellular localization, protein

Availability: Restricted

Resource Name: WoLF PSORT

Resource ID: SCR_002472

Alternate IDs: OMICS_01637

Record Creation Time: 20220129T080213+0000

Record Last Update: 20260807T042538+0000

Ratings and Alerts

No rating or validation information has been found for WoLF PSORT.

No alerts have been found for WoLF PSORT.

Data and Source Information

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_002472/resolver
http://www.genscript.com/psort/wolf_psort.html


Source: SciCrunch Registry

Usage and Citation Metrics

We found 166 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .
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subsp. hexapetala, validated through gene expression. GigaByte (Hong Kong, China),
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cotton and the potential role of GhFBX83 in salt stress tolerance through regulating ROS
homeostasis. BMC plant biology, 26(1).
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Zolfaghari M, et al. (2025) Structural and Functional Insights into Methuselah Genes of
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Geng Z, et al. (2025) Genome-Wide Identification and Functional Characterization of
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Tang YY, et al. (2025) Quantitative proteomic analysis of the protective effect exerted by
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pathway-mediated apoptosis of microglia HMC3 by affecting the ubiquitination of CALR.
mSphere, 10(3), e0094124.

Zeng J, et al. (2025) Histone deacetylases repress the accumulation of licochalcone A by
inhibiting the expression of flavonoid biosynthetic pathway-related genes in licorice
(Glycyrrhiza inflata). Molecular horticulture, 5(1), 32.

Yu H, et al. (2025) Proteome study of dikaryotic and monokaryotic mycelia reveals the
transfer between biological processes contributing to dikaryon growth advantage of the
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Gene Family in Watermelon Under Abiotic Stress and Fusarium oxysporum Infection.
International journal of molecular sciences, 27(1).
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Differentially Expressed Proteins Associated with Osteoarthritis. Journal of proteome
research, 23(2), 738.
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Pan X, et al. (2024) Systematic analysis of Heat Shock Protein 70 (HSP70) gene family in
radish and potential roles in stress tolerance. BMC plant biology, 24(1), 2.


