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RRID:SCR_002329
Type: Tool

Proper Citation

Variant Reporter Software (RRID:SCR_002329)

Resource Information

URL.: http://www.thermofisher.com/order/catalog/product/4385261

Proper Citation: Variant Reporter Software (RRID:SCR_002329)

Description: THIS RESOURCE IS NO LONGER IN SERVICE, documented on April 28,
2017.

Software that performs comparative sequencing, also known as direct sequencing, medical

sequencing, PCR sequencing and resequencing with DNA sequencing files. The software is
designed for reference based and non-reference based analysis such as mutation detection
and analysis, SNP discovery and validation and sequence confirmation.

Resource Type: software application, data processing software, sequence analysis
software, data analysis software, software resource

Keywords: comparative sequencing, mutation detection, snp discovery, sequence
confirmation

Funding:

Availability: THIS RESOURCE IS NO LONGER IN SERVICE
Resource Name: Variant Reporter Software

Resource ID: SCR_002329

Alternate IDs: OMICS 01818

Old URLs: http://www.lifetechnologies.com/order/catalog/product/4385261
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Record Creation Time: 20220129T080212+0000

Record Last Update: 20250423T060030+0000

Ratings and Alerts
No rating or validation information has been found for Variant Reporter Software.

No alerts have been found for Variant Reporter Software.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 85 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF.
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