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Proper Citation

WikiPathways (RRID:SCR_002134)

Resource Information

URL: http://wikipathways.org/

Proper Citation: WikiPathways (RRID:SCR_002134)

Description: Open and collaborative platform dedicated to curation of biological
pathways. Each pathway has dedicated wiki page, displaying current diagram, description,
references, download options, version history, and component gene and protein lists.
Database of biological pathways maintained by and for scientific community.

Synonyms: Wiki Pathways

Resource Type: data or information resource, database, service resource

Defining Citation: PMID:22096230, PMID:18651794

Keywords: database, knowledge environment resource, image, web service, biological
pathway, diagram description, reference, pathway, FASEB list

Funding: Google Summer of Code program ;
Netherlands Bioinformatics Centre ;
NIGMS GM080223;
NIGMS R01 GM100039;
NIH ;
NWO - Netherlands Organization for Scientific Research

Availability: Free, Freely available

Resource Name: WikiPathways

Resource ID: SCR_002134

Alternate IDs: nif-0000-20925, r3d100013316

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_002134/resolver
http://wikipathways.org/
https://pubmed.ncbi.nlm.nih.gov/22096230
https://pubmed.ncbi.nlm.nih.gov/18651794
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Ratings and Alerts

No rating or validation information has been found for WikiPathways.

No alerts have been found for WikiPathways.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 2013 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .
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