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Description: Database of genetic and molecular biological information about the filamentous
fungi of the genus Aspergillus including information about genes and proteins of Aspergillus
nidulans and Aspergillus fumigatus; descriptions and classifications of their biological roles,
molecular functions, and subcellular localizations; gene, protein, and chromosome sequence
information; tools for analysis and comparison of sequences; and links to literature
information; as well as a multispecies comparative genomics browser tool (Sybil) for
exploration of orthology and synteny across multiple sequenced Sgenus species. Also
available are Gene Ontology (GO) and community resources. Based on the Candida
Genome Database, the Aspergillus Genome Database is a resource for genomic sequence
data and gene and protein information for Aspergilli. Among its many species, the genus
contains an excellent model organism (A. nidulans, or its teleomorph Emericella nidulans),
an important pathogen of the immunocompromised (A. fumigatus), an agriculturally important
toxin producer (A. flavus), and two species used in industrial processes (A. niger and A.
oryzae). Search options allow you to: *Search AspGD database using keywords. *Find
chromosomal features that match specific properties or annotations. *Find AspGD web
pages using keywords located on the page. *Find information on one gene from many
databases. *Search for keywords related to a phenotype (e.g., conidiation), an allele (such
as veAl), or an experimental condition (e.g., light). Analysis and Tools allow you to: *Find
similarities between a sequence of interest and Aspergillus DNA or protein sequences.
*Display and analyze an Aspergillus sequence (or other sequence) in many ways. *Navigate
the chromosomes set. View nucleotide and protein sequence. *Find short DNA/protein
sequence matches in Aspergillus. *Design sequencing and PCR primers for Aspergillus or
other input sequences. *Display the restriction map for a Aspergillus or other input sequence.
*Find similarities between a sequence of interest and fungal nucleotide or protein sequences.
AspGD welcomes data submissions.

Abbreviations: ASPGD, ASPGD LOCUS, ASPGD REF
Synonyms: Aspergillus Genome Database, ASPGD REF, ASPGD LOCUS

Resource Type: database, data or information resource, service resource, storage service
resource, data repository

Defining Citation: PMID:19773420

Keywords: function, gene, gene name, annotation, aspergillus, aspergillus nidulans,
chromosome, community, dna, genome, genomic, localization, orthology, phenotype,
protein, protein-coding genes, s. cerevisiae, sequence, allele, data analysis service,
bio.tools, FASEB list

Funding: NIAID RO1 AI077599
Availability: Free, Public

Resource Name: ASPGD



https://pubmed.ncbi.nlm.nih.gov/19773420

Resource ID: SCR_002047

Alternate IDs: nif-0000-12244, biotools:aspgd

Alternate URLSs: http://www.aspergillusgenome.org/, https://bio.tools/aspgd
Record Creation Time: 20220129T080211+0000

Record Last Update: 20250409T060150+0000

Ratings and Alerts
No rating or validation information has been found for ASPGD.

No alerts have been found for ASPGD.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 211 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF.
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