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Resource Information

URL: http://www.bio.aps.anl.gov/

Proper Citation: BioCAT (RRID:SCR_001440)

Description: Biomedical technology research center and training resource for the study of 
the structure of partially ordered biological molecules, complexes of biomolecules and 
cellular structures under conditions similar to those present in living cells and tissues. The 
goal of research at BioCAT is to determine the detailed structure and mechanism of action of 
biological systems at the molecular level. The techniques used are X-ray fiber diffraction, X-
ray solution scattering and X-ray micro-emission and micro-absorption spectroscopy, with an 
emphasis on time-resolved studies and the development of novel techniques.

Abbreviations: BioCAT

Synonyms: Biophysics Collaborative Access Team

Resource Type: training resource, biomedical technology research center

Keywords: biological system, structure, function, molecule, complex, cellular structure, cell, 
tissue, x-ray, fiber diffraction, solution scattering, micro-emission, micro-absorption 
spectroscopy, time-resolved, x-ray micro-imaging, macromolecule, structural biology 
technology center, photon, microprobe

Funding: NCRR U41RR008630

Resource Name: BioCAT

Resource ID: SCR_001440

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_001440/resolver
http://www.bio.aps.anl.gov/


Alternate IDs: nlx_152666

Record Creation Time: 20220129T080207+0000

Record Last Update: 20250516T053614+0000

Ratings and Alerts

No rating or validation information has been found for BioCAT.

No alerts have been found for BioCAT.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 825 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF.
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e2401641.

Baxa MC, et al. (2024) How hydrophobicity, side chains, and salt affect the dimensions of 
disordered proteins. Protein science : a publication of the Protein Society, 33(5), e4986.
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