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Proper Citation

UNAFold (RRID:SCR_001360)

Resource Information

URL: https://www.unafold.org/

Proper Citation: UNAFold (RRID:SCR_001360)

Description: Software package for nucleic acid folding and hybridization prediction. It has
capabilities to predict folding for single-stranded RNA or DNA through a combination of
free energy minimization, partition function calculations and stochastic sampling. The
program runs on Unix and Linux platforms as well as Mac OS X and Windows.

Synonyms: The UNAFold Web Server, UNAFold Web Server

Resource Type: data processing software, data analysis software, software resource,
software application

Keywords: software, nucleic acid, folding, hybridization, prediction, rna, dna, stochastic
sampling, bio.tools

Availability: Free, Available for download, Freely available

Resource Name: UNAFold

Resource ID: SCR_001360

Alternate IDs: biotools:unafold, nif-0000-07753

Alternate URLs: http://mfold.rna.albany.edu/

Record Creation Time: 20220129T080207+0000

Record Last Update: 20260813T054822+0000

Ratings and Alerts

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_001360/resolver
https://www.unafold.org/


No rating or validation information has been found for UNAFold.

No alerts have been found for UNAFold.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 373 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .
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Zhang Y, et al. (2026) A versatile CRISPR-associated transposases-mediated toolkit for
transcriptional regulation library. Nucleic acids research, 54(7).
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Guo J, et al. (2026) A new contribution to the subclass Cyrtophoria (Protista, Ciliophora): a
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detection for high-sensitivity diagnostics. Nucleic acids research, 54(1).

Fabian-Jessing BK, et al. (2026) AAV-mediated multiple gene therapy combining VEGFA-
targeting miR-agshRNAs and PEDF for the suppression of choroidal neovascularization.
Molecular therapy. Nucleic acids, 37(1), 102833.

Ross AC, et al. (2026) Modulating Galectin-1 in human osteoblast-like cells alters
mineralisation and influences the expression of genes associated with osteoblasts and
osteocytes. Bioscience reports, 46(3).
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host restriction factor SHFL to sustain viral programmed ribosomal frameshifting and
replication. Journal of virology, 100(5), e0011926.
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SpinachTM Family of Fluorogenic Aptamers. Bio-protocol, 16(12), e5504.
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repair exonuclease 1 TREX1 and its implications for oncology. Human genomics, 19(1),
73.

Takahashi M, et al. (2025) Cleavage of MALAT1 RNA by 14-nt sgRNA-guided tRNase ZL.
PloS one, 20(9), e0318968.

Paget-Bailly P, et al. (2025) Translation of the downstream ORF from bicistronic mRNAs
by human cells: Impact of codon usage and splicing in the upstream ORF. Protein science
: a publication of the Protein Society, 34(2), e70036.


