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Proper Citation

ADEGENET (RRID:SCR_000825)

Resource Information

URL.: https://cran.r-project.org/web/packages/adegenet/index.html

Proper Citation: ADEGENET (RRID:SCR_000825)

Description: Software package dedicated to the handling of molecular marker data for
multivariate analysis. This package is related to ADE4, a R package for multivariate analysis,
graphics, phylogeny and spatial analysis. (entry from Genetic Analysis Software)

Abbreviations: ADEGENET
Synonyms: R/ADEGENET
Resource Type: software resource, software application

Defining Citation: PMID:21926124, PMID:18397895, DOI:10.1093/bioinformatics/btn129

Keywords: gene, genetic, genomic, r

Funding:

Resource Name: ADEGENET

Resource ID: SCR_000825

Alternate IDs: nIx_153996, nlx_ 154580, OMICS 11078, SCR_007239

Alternate URLSs: http://adegenet.r-forge.r-project.org/, https://sources.debian.org/src/r-cran-
adegenet/

Record Creation Time: 20220129T080203+0000
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Ratings and Alerts
No rating or validation information has been found for ADEGENET.

Warning: Warning: PCA results may be sensitive to the sample size, population
composition, and the number of columns, in which case the results will not be reliable,
robust, nor replicable and should not be used to draw conclusions.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 20 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF.
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