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AtGenExpess - Weigel World

RRID:SCR_000777
Type: Tool

Proper Citation

AtGenExpess - Weigel World (RRID:SCR_000777)

Resource Information

URL.: http://jsp.weigelworld.org/expviz/expviz.jsp

Proper Citation: AtGenExpess - Weigel World (RRID:SCR_000777)

Description: A visualization tool with microarray data and sample descriptions from the
AtGenExpress project, which contains Affymetrix microarray data for Arabidopsis, a small
flowering plant related to mustard and cabbage. This plant is used as a model organism in
plant biology.

Synonyms: AtGenExpess, AtGenExpess Weigel World, AtGenExpress Visualization Tool
Resource Type: portal, data or information resource

Defining Citation: PMID:17376166

Keywords: visualization, microarray, arabidopsis, plant, biology, model, thale cress,
arabidopsis thaliana

Funding:

Resource Name: AtGenExpess - Weigel World
Resource ID: SCR_000777

Alternate IDs: nif-0000-30128

Old URLs:
http://mwww.weigelworld.org/research/projects/resources/microarray/AtGenExpress/



https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_000777/resolver
http://jsp.weigelworld.org/expviz/expviz.jsp
https://pubmed.ncbi.nlm.nih.gov/17376166

Record Creation Time: 20220129T080203+0000

Record Last Update: 20250502T055217+0000

Ratings and Alerts
No rating or validation information has been found for AtGenExpess - Weigel World.

No alerts have been found for AtGenExpess - Weigel World.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 20 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF.
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Developmental Stage Specific Ascorbate Oxidase Genes in Plants. Frontiers in plant
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