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MatrixScience

RRID:SCR_000307
Type: Tool

Proper Citation

MatrixScience (RRID:SCR_000307)

Resource Information

URL: http://www.matrixscience.com/

Proper Citation: MatrixScience (RRID:SCR_000307)

Description: A collection of both commercial and noncommercial software products which
includes: Mascot Distiller, Mascot Parser, and Mascot Server. Mascot Distiller is
commercial and provides a single interface to process raw data into de-isotoped peak
lists. This tool can also be used for the easy distribution of search and quantitative results
to colleagues. The non-commercial Mascot Parser software provides an API (Application
Programmer Interface) that makes it easier to access search results written in C++, Java,
Python and Perl. Mascot Server is hon-commercial, and is a collection of peptide mass
fingerprints as well as a MS/MS database. A selection of popular sequence databases are
available online and include SwissProt, NCBInr, and the EST divisions of EMBL. This
server is best used for evaluating and searching for smaller data sets.

Abbreviations: Matrix Science
Resource Type: software resource

Keywords: c++, python, perl, mascot, peptide mass fingerprints, ms/ms, swissprot,
ncbinr, embl,

Availability: Restricted

Resource Name: MatrixScience

Resource ID: SCR_000307

Alternate IDs: nlx_156837

Record Creation Time: 20220129T080200+0000

Record Last Update: 20260801T190111+0000



https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/SCR_000307/resolver
http://www.matrixscience.com/

Ratings and Alerts
No rating or validation information has been found for MatrixScience.

No alerts have been found for MatrixScience.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 1683 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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