Resource Summary Report

Generated by NIF on Jul 31, 2026

CARD

RRID:SCR_023995
Type: Tool

Proper Citation

CARD (RRID:SCR_023995)

Resource Information

URL: https://card.mcmaster.ca/

Proper Citation: CARD (RRID:SCR_023995)

Description: Comprehensive antibiotic resistance database. Bioinformatic database of
resistance genes, their products and associated phenotypes.

Synonyms: card-rgi, Comprehensive Antibiotic Resistance Database, The
Comprehensive Antibiotic Resistance Database

Resource Type: data or information resource, database

Defining Citation: PMID:31665441

Keywords: Antibiotic resistance data, resistance genes and associated phenotypes,
resistance genes, phenotypes,

Availability: Free, Available for download, Freely available
Resource Name: CARD

Resource ID: SCR_023995

Alternate IDs: r3d100012727

Alternate URLSs: https://doi.org/10.17616/R3WN59

Old URLSs: https://sources.debian.org/src/card-rgi/
License: Creative Commons CC-BY license version 4.0
Record Creation Time: 20230824T050211+0000

Record Last Update: 20260729T044601+0000



https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_023995/resolver
https://card.mcmaster.ca/
https://pubmed.ncbi.nlm.nih.gov/31665441

Ratings and Alerts
No rating or validation information has been found for CARD.

No alerts have been found for CARD.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 211 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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Khan YR, et al. (2025) Commensal Escherichia coli inhibits the growth and modulates the
fitness, virulence, and antimicrobial resistance of Salmonella Heidelberg in vitro.
Microbiology spectrum, 13(10), e0333624.
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