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Antibody Prediction Toolbox

RRID:SCR_022094
Type: Tool

Proper Citation

Antibody Prediction Toolbox (RRID:SCR_022094)

Resource Information

URL.: http://opig.stats.ox.ac.uk/webapps/newsabdab/sabpred/

Proper Citation: Antibody Prediction Toolbox (RRID:SCR_022094)

Description: Web tool as structure based antibody prediction server. Collection of
computational tools that make predictions about properties of antibodies, focusing on their
structures. Single platform containing multiple applications which can: number and align
seguences; automatically generate antibody variable fragment homology models; annotate
such models with estimated accuracy alongside sequence and structural properties including
potential developability issues; predict paratope residues; and predict epitope patches on
protein antigens.

Abbreviations: SAbPred
Synonyms: The Antibody Prediction Toolbox

Resource Type: simulation software, software application, web service, data access
protocol, software resource

Defining Citation: DOI:10.1093/nar/gkw361

Keywords: structure based antibody prediction server, antibody prediction server, antibodies
properties prediction

Funding: Engineering and Physical Research council
Availability: Free, Freely available

Resource Name: Antibody Prediction Toolbox



https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_022094/resolver
http://opig.stats.ox.ac.uk/webapps/newsabdab/sabpred/
https://dx.doi.org/10.1093/nar/gkw361

Resource ID: SCR_022094
Record Creation Time: 20220421T050138+0000

Record Last Update: 20250503T060955+0000

Ratings and Alerts
No rating or validation information has been found for Antibody Prediction Toolbox.

No alerts have been found for Antibody Prediction Toolbox.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 16 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF.
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TLR4-Targeting Antibodies. International journal of molecular sciences, 22(11).
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