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Proper Citation

Tecan SPARK Multimode Microplate Reader (RRID:SCR_021897)

Resource Information

URL: https://lifesciences.tecan.com/multimode-plate-reader

Proper Citation: Tecan SPARK Multimode Microplate Reader (RRID:SCR_021897)

Description: Multimode microplate reader as fully flexible detection platform with 
automation.Has four configurations to select from and then add or remove options.Optimised 
for genomics and proteomics, microbiology, cell based assays, and drug discovery areas. 
Performs measurements of fluorescent cell based assays. Has integrated, bright field cell 
imaging module. Enables label free cell counting, size distribution determination and trypan 
blue based cell viability analysis.

Synonyms: plate reader, Tecan Trading AG, instrument, SPARK, SPARK plate reader, 
USEDit, acquipment, Spark, Spark multimode reader, SPARK Multimode Microplate Reader

Resource Type: instrument resource

Funding:

Availability: Restricted

Resource Name: Tecan SPARK Multimode Microplate Reader

Resource ID: SCR_021897

Record Creation Time: 20220421T050137+0000

Record Last Update: 20250420T015135+0000

Ratings and Alerts

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_021897/resolver
https://lifesciences.tecan.com/multimode-plate-reader


No rating or validation information has been found for Tecan SPARK Multimode Microplate 
Reader.

No alerts have been found for Tecan SPARK Multimode Microplate Reader.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 14 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF.
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research communications, 4(7), 1850.
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spike-specific IgG in human plasma and serum samples. MethodsX, 12, 102596.
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phosphorylation as a readout for complement receptor activation. STAR protocols, 4(4), 
102758.

Payne NC, et al. (2022) A direct high-throughput protein quantification strategy facilitates 
discovery and characterization of a celastrol-derived BRD4 degrader. Cell chemical biology, 
29(8), 1333.
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