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PatchDock

RRID:SCR_017589
Type: Tool

Proper Citation

PatchDock (RRID:SCR_017589)

Resource Information

URL.: https://bioinfo3d.cs.tau.ac.il/PatchDock/

Proper Citation: PatchDock (RRID:SCR_017589)

Description: Web server for molecular docking. Performs structure prediction of
protein—protein and protein—small molecule complexes. Molecular docking algorithm based
on shape complementarity principles.

Resource Type: web service, simulation software, data access protocol, software resource,
software application

Defining Citation: PMID:15980490

Keywords: Molecular, docking, structure, prediction, protein, molecule, shape, complex,
bio.tools

Funding: Israel Science Foundation ;

Hermann Minkowski-Minerva Center for Geometry at Tel Aviv University ;
Israeli Ministry of Science ;

National Cancer Institute ;

NIH

Availability: Free, Freely available
Resource Name: PatchDock
Resource ID: SCR_017589

Alternate IDs: biotools:patchdock
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Alternate URLSs: https://bio.tools/patchdock
Record Creation Time: 20220129T080336+0000

Record Last Update: 20250426T060632+0000

Ratings and Alerts

No rating or validation information has been found for PatchDock.

No alerts have been found for PatchDock.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 82 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF.
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Mishra A, et al. (2024) HRAMS Proteomics Insights on the Anti-Filarial Effect of Ocimum
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13(1).

Lee JR, et al. (2024) Advancing Breast Cancer Therapeutics: Targeted Gene Delivery
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research, 28, 0087.
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contamination. Heliyon, 10(9), e29954.
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constellation of co-appearing non-Spike mutations. Journal of medical virology, 95(1),
28413.
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peptide vaccine against metallo-beta-lactamase (VIM and IMP) variants. PloS one, 18(7),
e0275237.

Ruiz-Ciancio D, et al. (2023) Selection of a novel cell-internalizing RNA aptamer specific for
CD22 antigen in B cell acute lymphoblastic leukemia. Molecular therapy. Nucleic acids, 33,
698.

Kandhavelu J, et al. (2023) A novel EGFR Inhibitor, HNPMI regulates apoptosis and
oncogenesis by modulating BCL-2/BAX and p53 in colon cancer. British journal of
pharmacology.

Elmetwalli A, et al. (2023) Diarylheptanoids/sorafenib as a potential anticancer combination
against hepatocellular carcinoma: the p53/MMP9 axis of action. Naunyn-Schmiedeberg's
archives of pharmacology, 396(10), 2501.
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emerging human coronaviruses SARS-CoV, MERS-CoV and SARS-CoV-2. Journal of
biomolecular structure & dynamics, 40(13), 6097.
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