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FlowSOM

RRID:SCR_016899
Type: Tool

Proper Citation

FlowSOM (RRID:SCR_016899)

Resource Information

URL.: https://github.com/SofieVG/FlowSOM

Proper Citation: FlowSOM (RRID:SCR_016899)

Description: Software tool to analyze Flow or mass cytometry data using a Self-
Organizing Map. Used to obtain an overview of how all markers are behaving on all cells,
and to detect subsets that might be missed otherwise.

Synonyms: FlowSOM, Flow Self Organizing Map

Resource Type: software resource, software application, data analysis software, data
visualization software, data processing software

Defining Citation: PMID:25573116

Keywords: flow, cytometry, data, analysis, self, organizing, map, marker, cell, detect,
bio.tools

Availability: Free, Available for download, Freely available
Resource Name: FlowSOM

Resource ID: SCR_016899

Alternate IDs: biotools:flowsom

Alternate URLSs: https://bioconductor.org/packages/release/bioc/html/FlowSOM.html,
https://www.flowjo.com/exchange/#/plugin/profile?id=7, https://bio.tools/flowsom

License: GPL
Record Creation Time: 20220129T080332+0000

Record Last Update: 20260808T190102+0000



https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_016899/resolver
https://github.com/SofieVG/FlowSOM
https://pubmed.ncbi.nlm.nih.gov/25573116

Ratings and Alerts
No rating or validation information has been found for FlowSOM.

No alerts have been found for FlowSOM.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 125 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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Antitumor Immunity. Cancer research, 86(11), 2793.
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Society of Gene Therapy.
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