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CISTEM

RRID:SCR_016502
Type: Tool

Proper Citation

CisTEM (RRID:SCR_016502)

Resource Information

URL.: https://cistem.org/

Proper Citation: ciSTEM (RRID:SCR_016502)

Description: Software to process cryo-EM images of macromolecular complexes and
obtain high-resolution 3D reconstructions from them.

Abbreviations: ciSTEM
Synonyms: computational imaging system for Transmission Electron Microscopy

Resource Type: software resource, software application, image processing software,
data processing software

Defining Citation: DOI:10.7554/eLife.35383

Keywords: data, processing, high, resolution, electron, cryo, macroscopy, single, particle,
averaging, image, macromolecule, high, resolution, 3D, bio.tools

Funding: Howard Hughes Medical Institute

Availability: Open source, Trial available

Resource Name: cisTEM

Resource ID: SCR_016502

Alternate IDs: biotools:cistem

Alternate URLSs: https://bio.tools/cistem

License: the Janelia Research Campus Software License

Record Creation Time: 20220129T080331+0000



https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_016502/resolver
https://cistem.org/
https://dx.doi.org/10.7554/eLife.35383

Record Last Update: 20260731T043010+0000

Ratings and Alerts
No rating or validation information has been found for cisTEM.

No alerts have been found for cisTEM.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 64 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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