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Proper Citation

BIAevaluation Software (RRID:SCR_015936)

Resource Information

URL:
https://www.biacore.com/lifesciences/service/downloads/software_licenses/biaevaluation/

Proper Citation: BIAevaluation Software (RRID:SCR_015936)

Description: Analysis software for life science data. This software package is for
presentation and evaluation of sensorgram data from real-time BIA analyses.

Synonyms: BIAevaluation Software Kit, BIAevaluation

Resource Type: software resource, software application, data analysis software,
standalone software, data visualization software, data processing software

Keywords: evaluation, life, science, bia, biacore, sensorgram, bia, analysis, real-time

Availability: Commercially Available, Available for purchase, License available for
purchase

Resource Name: BIAevaluation Software

Resource ID: SCR_015936

Alternate URLs: http://www.molecular-interactions.si/data/equipment/BIAeval3-AC.pdf

Record Creation Time: 20220129T080328+0000

Record Last Update: 20260808T190027+0000

Ratings and Alerts

No rating or validation information has been found for BIAevaluation Software.

No alerts have been found for BIAevaluation Software.

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_015936/resolver
https://www.biacore.com/lifesciences/service/downloads/software_licenses/biaevaluation/


Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 459 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .
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targeting Lyme disease vaccine. Nature communications, 16(1), 2898.

Chenoweth AM, et al. (2025) An Fc-Engineered Glycomodified Antibody Supports
Proinflammatory Activation of Immune Effector Cells and Restricts Progression of Breast
Cancer. Cancer research, 85(22), 4521.

Huang RR, et al. (2025) A Strategy for Simultaneous Engineering of Interspecies Cross-
Reactivity, Thermostability, and Expression of a Bispecific 5T4 x CD3 DART® Molecule
for Treatment of Solid Tumors. Antibodies (Basel, Switzerland), 14(1).

Brangulis K, et al. (2025) CspZ variant-specific interaction with factor H incorporates a
metal site to support Lyme borreliae complement evasion. The Journal of biological
chemistry, 301(1), 108083.

Hama S, et al. (2025) CaMKII-dependent non-canonical RIG-I pathway promotes
influenza virus propagation in the acute-phase of infection. mBio, 16(1), e0008724.
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enhancement of fibrinolysis. Blood advances, 9(1), 89.
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in a Curvature-Dependent Manner. Journal of agricultural and food chemistry, 73(22),
14020.

Wu J, et al. (2025) CircRNA vaccine encoding a chimeric immunogen of B6 and M1
demonstrates robust immune responses against MPXV. Cell reports, 44(10), 116432.
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Protein Society, 34(5), e70114.

Lee HN, et al. (2025) Novel FRET-based Immunological Synapse Biosensor for the
Prediction of Chimeric Antigen Receptor-T Cell Function. Small methods, 9(3), e2401016.

Davis GJ, et al. (2025) Chemical tools to define and manipulate interferon-inducible Ubl
protease USP18. Nature communications, 16(1), 957.

Yamada C, et al. (2025) Enhanced effect of the immunosuppressive soluble HLA-G2
homodimer by site-specific PEGylation. Scientific reports, 15(1), 2509.
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by PYHIN family members. iScience, 28(5), 112413.
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attenuates pulmonary vascular remodelling by inhibiting the phosphorylation of PDGF
receptor-?. British journal of pharmacology.

Wu D, et al. (2024) Structural characterization and AlphaFold modeling of human T cell
receptor recognition of NRAS cancer neoantigens. Science advances, 10(47), eadq6150.

Wang C, et al. (2024) High-throughput screening of dual-target inhibitors for SARS-CoV-2
main protease and papain-like protease from Chebulae Fructus: in silico prediction and
experimental verification. Frontiers in microbiology, 15, 1510665.

Zott B, et al. (2024) ?-amyloid monomer scavenging by an anticalin protein prevents
neuronal hyperactivity in mouse models of Alzheimer's Disease. Nature communications,
15(1), 5819.


