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Proper Citation

phytools (RRID:SCR_015502)

Resource Information

URL: https://cran.r-project.org/web/packages/phytools/index.html

Proper Citation: phytools (RRID:SCR_015502)

Description: Software R package for phylogenetic comparative biology. The package 
contains various functions for phylogenetic analysis of comparative data from species.

Resource Type: source code, software resource

Defining Citation: DOI:10.1111/j.2041-210X.2011.00169.x

Keywords: r package, phylogenetic comparison, phylogenetic analysis

Funding:

Availability: Available for download, Acknowledgement requested

Resource Name: phytools

Resource ID: SCR_015502

Alternate IDs: OMICS_12499

Alternate URLs: https://github.com/liamrevell/phytools, https://sources.debian.org/src/r-cran-
phytools/

License: GPL-2, GPL-3

Record Creation Time: 20220129T080326+0000

Record Last Update: 20250423T060843+0000

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_015502/resolver
https://cran.r-project.org/web/packages/phytools/index.html
https://dx.doi.org/10.1111/j.2041-210X.2011.00169.x


Ratings and Alerts

No rating or validation information has been found for phytools.

No alerts have been found for phytools.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 534 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF.

Sun Z, et al. (2025) The pivotal role of IncFIB(Mar) plasmid in the emergence and spread of 
hypervirulent carbapenem-resistant Klebsiella pneumoniae. Science advances, 11(5), 
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Evolution in Saccharomyces. Genome biology and evolution, 17(1).

Mallik R, et al. (2025) Investigating the Impact of Whole-Genome Duplication on 
Transposable Element Evolution in Teleost Fishes. Genome biology and evolution, 17(1).

Denoeud F, et al. (2024) Evolutionary genomics of the emergence of brown algae as key 
components of coastal ecosystems. Cell, 187(24), 6943.

Zhong H, et al. (2024) Comparison of the Distribution Patterns of Microsatellites Across the 
Genomes of Reptiles. Ecology and evolution, 14(11), e70458.

https://neuinfo.org/about/sources/nlx_144509-1
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_015502/resolver/mentions


Ding W, et al. (2024) Adaptive functions of structural variants in human brain development. 
Science advances, 10(14), eadl4600.

Guizar Amador MF, et al. (2024) The Gongora gibba genome assembly provides new 
insights into the evolution of floral scent in male euglossine bee-pollinated orchids. G3 
(Bethesda, Md.), 14(11).

Gayford JH, et al. (2024) No evidence for population-level benefits of polyandry in sharks 
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