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Proper Citation

phytools (RRID:SCR_015502)

Resource Information

URL: https://cran.r-project.org/web/packages/phytools/index.html

Proper Citation: phytools (RRID:SCR_015502)

Description: Software R package for phylogenetic comparative biology. The package 
contains various functions for phylogenetic analysis of comparative data from species.

Resource Type: source code, software resource

Defining Citation: DOI:10.1111/j.2041-210X.2011.00169.x

Keywords: r package, phylogenetic comparison, phylogenetic analysis

Funding:

Availability: Available for download, Acknowledgement requested

Resource Name: phytools

Resource ID: SCR_015502

Alternate IDs: OMICS_12499

Alternate URLs: https://github.com/liamrevell/phytools, https://sources.debian.org/src/r-cran-
phytools/

License: GPL-2, GPL-3

Record Creation Time: 20220129T080326+0000

Record Last Update: 20250423T060843+0000

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_015502/resolver
https://cran.r-project.org/web/packages/phytools/index.html
https://dx.doi.org/10.1111/j.2041-210X.2011.00169.x


Ratings and Alerts

No rating or validation information has been found for phytools.

No alerts have been found for phytools.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 534 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF.
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