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Proper Citation

RD-CONNECT (RRID:SCR_014985)

Resource Information

URL: http://rd-connect.eu/

Proper Citation: RD-CONNECT (RRID:SCR_014985)

Description: Integrated platform that serves as a central resource for rare disease
research databases, registries, biobanks and clinical bioinformatics. The RD-CONNECT
project utilizes researcher cooperation and data sharing to improve research methods and
further scientific understanding of rare diseases.

Resource Type: data or information resource, portal

Keywords: data aggregate, integrated platform, interoperability, rare disease, central
resource

Funding: European Union FP7 305444

Availability: The scientific community can contribute to this resource

Resource Name: RD-CONNECT

Resource ID: SCR_014985

Record Creation Time: 20220129T080323+0000

Record Last Update: 20260811T043516+0000

Ratings and Alerts

No rating or validation information has been found for RD-CONNECT.

No alerts have been found for RD-CONNECT.

Data and Source Information

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_014985/resolver
http://rd-connect.eu/


Source: SciCrunch Registry

Usage and Citation Metrics

We found 26 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .
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