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Proper Citation

Pipeline Pilot (RRID:SCR_014917)

Resource Information

URL.: http://accelrys.com/products/collaborative-science/biovia-pipeline-pilot/

Proper Citation: Pipeline Pilot (RRID:SCR_014917)

Description: Software used to automate the process of accessing, analyzing and reporting
scientific data. This software can be used by a person with little or no software development
experience can create scientific protocols that can be executed through a variety of
interfaces including: BIOVIA Web Port, other BIOVIA solutions such as BIOVIA Electronic
Lab Notebook, Isentris, Chemical Registration and third-party applications such as Microsoft
SharePoint. The protocols aggregate and provide immediate access to volumes of research
data, they automate the scientific analysis of data and allow researchers to explore, visualize
and report results.

Resource Type: data processing software, software resource, software application, data
analysis software

Keywords: automation, accessing, analysis, analyzing, scientific data, aggregation.
aggregate, research, scientific

Funding:

Availability: Commercial

Resource Name: Pipeline Pilot

Resource ID: SCR_014917

Record Creation Time: 20220129T080323+0000

Record Last Update: 20250528T061211+0000



https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_014917/resolver
http://accelrys.com/products/collaborative-science/biovia-pipeline-pilot/

Ratings and Alerts
No rating or validation information has been found for Pipeline Pilot.

No alerts have been found for Pipeline Pilot.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 340 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF.
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channels underly the painful stings of harvester ants. The Journal of biological chemistry,
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