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Proper Citation

topGO (RRID:SCR_014798)

Resource Information

URL: http://bioconductor.org/packages/release/bioc/html/topGO.html

Proper Citation: topGO (RRID:SCR_014798)

Description: Software package which provides tools for testing GO terms while
accounting for the topology of the GO graph. Different test statistics and different methods
for eliminating local similarities and dependencies between GO terms can be implemented
and applied.

Resource Type: software toolkit, software resource

Keywords: r, go, go graph, local similarities, software tool, software package, bio.tools

Availability: Available for download

Resource Name: topGO

Resource ID: SCR_014798

Alternate IDs: biotools:topgo

Alternate URLs: https://bio.tools/topgo

Record Creation Time: 20220129T080322+0000

Record Last Update: 20260819T044405+0000

Ratings and Alerts

No rating or validation information has been found for topGO.

No alerts have been found for topGO.

Data and Source Information

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_014798/resolver
http://bioconductor.org/packages/release/bioc/html/topGO.html


Source: SciCrunch Registry

Usage and Citation Metrics

We found 3080 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .
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Wang S, et al. (2026) Impact of mare milk-derived small extracellular vesicles on
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16(1), 6944.
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1329.
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Genes in Facultative and Constitutive CAM Species in Tillandsia L. Molecular ecology,
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Wen M, et al. (2026) Global atlas of enhancer-promoter interactome in cotton genome
revealed by profiling RNA-RNA spatial interactions. Genome biology, 27(1), 12.

Finno CJ, et al. (2026) Microglial transcriptional profiles of a transgenic rat model closely
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Feng D, et al. (2026) Molecular mechanisms of peanut root responses to Cd stress
regulated by ABC transporter and plant hormone signal transduction pathways. BMC plant
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Frontiers in cell and developmental biology, 14, 1786659.

Szwec S, et al. (2026) Dystrophins DP71 and DP427 determine cell viability during
proliferation and myofibre differentiation. Cell death & disease, 17(1).


