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Metscape

RRID:SCR_014687
Type: Tool

Proper Citation

Metscape (RRID:SCR_014687)

Resource Information

URL.: http://metscape.ncibi.org

Proper Citation: Metscape (RRID:SCR_014687)

Description: A software program that allows users to visualize and interpret human
metabolim and expression profiling data by providing users with a bioinformatics
framework. Its features include bulding and analyzing networks of genes and compounds,
identifying enriched pathways from expression profiling data, and visualizing changes in
metabolite data.

Resource Type: resource, source code, software resource

Defining Citation: PMID:22135418

Keywords: metabolomics, metabolomics tool, visualization, expression profiling, gene,
compound, metabolism, human

Funding: NIDDK U24 DK097153;
NIDDK P30DK089503

Availability: Freely available
Resource Name: Metscape
Resource ID: SCR_014687
Record Creation Time: 20220129T080321+0000

Record Last Update: 20260810T040610+0000

Ratings and Alerts

No rating or validation information has been found for Metscape .



https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_014687/resolver
http://metscape.ncibi.org
https://pubmed.ncbi.nlm.nih.gov/22135418

No alerts have been found for Metscape .

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 154 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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81, 103530.
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Yang Q, et al. (2025) Integrated multi-omics analysis and experimental verification reveal
the involvement of the PI3K/Akt signaling pathway in myometrial fibrosis of adenomyosis.
Scientific reports, 15(1), 13637.
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metritis. Animal microbiome, 7(1), 4.
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Scarcella M, et al. (2024) Metabolic rewiring and autophagy inhibition correct lysosomal
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Zubeldia-Varela E, et al. (2024) The impact of high-IgE levels on metabolome and
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Su B, et al. (2024) Mechanism of Fuzheng Qudu prescription in the treatment of lung
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