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Proper Citation

Mauve (RRID:SCR_012852)

Resource Information

URL: https://darlinglab.org/mauve/mauve.html

Proper Citation: Mauve (RRID:SCR_012852)

Description: THIS RESOURCE IS NO LONGER IN SERVICE. Documented on February
28,2023. Software as system for efficiently constructing multiple genome alignments in the
presence of large-scale evolutionary events such as rearrangement and inversion.

Abbreviations: Mauve

Resource Type: software resource

Defining Citation: DOI:10.1101/gr.2289704

Keywords: bio.tools

Availability: THIS RESOURCE IS NO LONGER IN SERVICE

Resource Name: Mauve

Resource ID: SCR_012852

Alternate IDs: OMICS_00940, biotools:mauve

Alternate URLs: https://bio.tools/mauve

Old URLs: http://gel.ahabs.wisc.edu/mauve/

Record Creation Time: 20220129T080312+0000

Record Last Update: 20260725T190742+0000

Ratings and Alerts

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_012852/resolver
https://darlinglab.org/mauve/mauve.html
https://dx.doi.org/10.1101/gr.2289704


No rating or validation information has been found for Mauve.

No alerts have been found for Mauve.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 1569 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .
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Bacillus velezensis. Scientific reports, 15(1), 5565.
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Bednarczuk L, et al. (2025) Phenotypic and genetic heterogeneity of Acinetobacter
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antiviral activity against Orthotospovirus arachinecrosis infecting tomato. Frontiers in plant
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91(7), e0096425.

Peng F, et al. (2025) Biocontrol potential and comparative genomic analysis of two
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