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Proper Citation

MOgene (RRID:SCR_012433)

Resource Information

URL: http://www.mogene.com/

Proper Citation: MOgene (RRID:SCR_012433)

Description: Core provides services to its partners in deploying genomic capabilities to bring
critical solutions to both agriculture and industrial biotech operations. Core facility also
provides assistance to research, biotech/pharma and government facilities. In addition to
being an Agilent Certified Service Provider MOgene is also a CLIA certified genomics service
facility offering one stop service and solution from Tissue/Cells to Analysis. Core offers
RNA/DNA isolation, Microarrays, NextGen sequencing, Real time PCR and bioinformatics
services.

Abbreviations: MOgene
Synonyms: MOgene LC, MOgene.com

Resource Type: commercial organization, service resource, core facility, access service
resource

Keywords: genomic, sequencing, genotyping, microarray, isolation
Funding:

Availability: Available to external user

Resource Name: MOgene

Resource ID: SCR_012433



https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_012433/resolver
http://www.mogene.com/

Alternate IDs: SciEx_ 13293
Alternate URLSs: http://www.scienceexchange.com/facilities/mogene-Ic
Record Creation Time: 20220129T080310+0000

Record Last Update: 20250507T060837+0000

Ratings and Alerts
No rating or validation information has been found for MOgene.

No alerts have been found for MOgene.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 64 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF.
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