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Proper Citation

Orientations of Proteins in Membranes database (RRID:SCR_011961)

Resource Information

URL: http://opm.phar.umich.edu/

Proper Citation: Orientations of Proteins in Membranes database (RRID:SCR_011961)

Description: Database that provides a collection of transmembrane, monotopic and
peripheral proteins from the Protein Data Bank whose spatial arrangements in the lipid
bilayer have been calculated theoretically and compared with experimental data. The
database allows analysis, sorting and searching of membrane proteins based on their
structural classification, species, destination membrane, numbers of transmembrane
segments and subunits, numbers of secondary structures and the calculated hydrophobic
thickness or tilt angle with respect to the bilayer normal.

Abbreviations: OPM

Synonyms: Orientations of Proteins in Membranes (OPM) database, OPM Database

Resource Type: database, data or information resource, image collection

Defining Citation: PMID:16397007

Keywords: protein, membrane, bio.tools, FASEB list

Funding: NSF

Availability: Acknowledgement requested

Resource Name: Orientations of Proteins in Membranes database

Resource ID: SCR_011961

Alternate IDs: OMICS_01612, biotools:opm

Alternate URLs: https://bio.tools/opm

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_011961/resolver
http://opm.phar.umich.edu/
https://pubmed.ncbi.nlm.nih.gov/16397007


Record Creation Time: 20220129T080307+0000

Record Last Update: 20260819T044317+0000

Ratings and Alerts

No rating or validation information has been found for Orientations of Proteins in
Membranes database.

No alerts have been found for Orientations of Proteins in Membranes database.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 135 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .
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