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MutationTaster

RRID:SCR_010777
Type: Tool

Proper Citation

MutationTaster (RRID:SCR_010777)

Resource Information

URL: http://www.mutationtaster.org/

Proper Citation: MutationTaster (RRID:SCR_010777)
Description: Evaluates disease-causing potential of sequence alterations.
Abbreviations: MutationTaster

Resource Type: analysis service resource, data analysis service, production service
resource, service resource

Defining Citation: PMID:20676075

Keywords: bio.tools

Availability: Acknowledgement requested

Resource Name: MutationTaster

Resource ID: SCR_010777

Alternate IDs: biotools:mutation_taster, OMICS 00153
Alternate URLSs: https://bio.tools/mutation_taster
Record Creation Time: 20220129T080300+0000

Record Last Update: 20260808T190421+0000

Ratings and Alerts
No rating or validation information has been found for MutationTaster.

No alerts have been found for MutationTaster.



https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_010777/resolver
http://www.mutationtaster.org/
https://pubmed.ncbi.nlm.nih.gov/20676075

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 4781 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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Jiang Y, et al. (2026) Prenatal Exome Sequencing Analysis in Fetuses With Structural
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Wu G, et al. (2026) Pathogenicity and Functional Analysis of Multi-Variant Allele of RPE65
Causing Retinitis Pigmentosa. Translational vision science & technology, 15(2), 1.

Rey F, et al. (2026) Study of POLR3A variants in a family trio suggests mutation-specific
pathogenetic mechanisms: insights from integrative OMIC approaches. Cell
communication and signaling : CCS, 24(1).

Babur Guler G, et al. (2026) Phenotypic, Epidemiologic, and Imaging Features of
Hypertrophic Cardiomyopathy: A Single-Center Experience. Anatolian journal of
cardiology, 30(5), 321.

Ullah MF, et al. (2026) Whole-exome sequencing in obstructive coronary artery disease
identifies rare and novel variants in cardiac arrhythmia and pulmonary arterial
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Huang M, et al. (2026) WFS1-related isolated diabetes induced by a WFS1 missense
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journal of molecular sciences, 27(6).
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Zhou Z, et al. (2026) Somatic mosaicism in ALS and FTD identifies focal mutations
associated with widespread degeneration. Nature genetics, 58(5), 1019.
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Investigative ophthalmology & visual science, 67(4), 36.

Zhu Y, et al. (2026) Short tandem repeat expansions in patients with neurodegenerative
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Digital health, 7(2), ztag026.

Fatima S, et al. (2026) A novel protein truncating mutation of TTC8 causes Bardet-Biedl|
Syndrome (BBS) in a Pakistani family. Genetics and molecular biology, 49(1), e20250020.

Cha?upczy?ska B, et al. (2026) Molecular Profiling of Polish Pediatric Patients with
Epilepsy: A Single-Center Diagnostic Experience Using Next-Generation Sequencing.
Genes, 17(2).
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Wang PY, et al. (2026) Toward precision medicine in SCN3A variants-associated
encephalopathies and epilepsy: optimizing genetic diagnosis and molecular subregional
effects. Frontiers in neurology, 17, 1772239.
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