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Proper Citation

Geneious (RRID:SCR_010519)

Resource Information

URL: http://www.geneious.com/

Proper Citation: Geneious (RRID:SCR_010519)

Description: Software package for sequence alignment, assembly and analysis.
Integrated and extendable desktop software platform for organization and analysis of
sequence data. Bioinformatics software platform packed with molecular biology and
sequence analysis tools.

Synonyms: Geneious Prime, Geneious 11.0, Geneious 11.1.2, Geneious 8.1, Geneious
Basic

Resource Type: data analysis software, data processing software, data management
software, software application, sequence analysis software, software toolkit, software
resource

Defining Citation: PMID:22543367

Keywords: Sequence alignment software, data management software, analysis software,
Geneious Biologics, bio.tools

Availability: Restricted

Resource Name: Geneious

Resource ID: SCR_010519

Alternate IDs: OMICS_00016, biotools:geneious

Alternate URLs: http://nebc.nerc.ac.uk/news/geneiousonbl, https://bio.tools/geneious

Record Creation Time: 20220129T080259+0000

Record Last Update: 20260810T040538+0000

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_010519/resolver
http://www.geneious.com/
https://pubmed.ncbi.nlm.nih.gov/22543367


Ratings and Alerts

No rating or validation information has been found for Geneious.

No alerts have been found for Geneious.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 13589 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF .
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Ali RLMN, et al. (2026) Evidence of a putative new species Haemagogus 'Trinidad sp. A'
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Scientific reports, 16(1).

Bacher MC, et al. (2026) Divergent Rickettsia species exhibit distinct mechanisms of actin-
based motility. The Journal of cell biology, 225(7).

Galvez NMS, et al. (2026) HIV broadly neutralizing antibody escape dynamics drive the
outcome of AAV-vectored immunotherapy in humanized mice. Immunity, 59(3), 768.

Telford MS, et al. (2026) Antibacterial microcins self-assemble to promote biofilm
formation in Acinetobacter baumannii. Cell reports, 45(4), 117156.

Roederer AL, et al. (2026) SARS-CoV-2 fusion-peptide-directed antibodies are elicited by
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116954.
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https://neuinfo.org/rin/sources/SCR_005400
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_010519/resolver/mentions


Mediterranean islands. Plant biology (Stuttgart, Germany), 28(1), 178.

Locquet C, et al. (2026) LIKE EARLY STARVATION is involved in the regulation of starch
initiation in potato tubers (Solanum tuberosum cv. Désirée). Journal of experimental
botany, 77(6), 1789.

Heine PA, et al. (2026) Phage Display Derived Antibodies Against Antimicrobial Peptide
FsPDF2 Reveal Stress Response in European Beech. Plant biotechnology journal, 24(4),
1950.
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Acetyltransferases in Bacteria. Proteins, 94(5), 1092.
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Honda T, et al. (2026) CRAGE-RB-PI-seq reveals transcriptional dynamics of plant-
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Moraes SS, et al. (2026) Unveiling cryptic diversity: integrative taxonomy discovers eight
new species of moths and exposes biodiversity shortfalls in a Neotropical region. Scientific
reports, 16(1).

Noirungsee N, et al. (2026) Microbial Communities of the Mycoheterotrophic Plant Thismia
gardneriana in a Lowland Tropical Rainforest of Southern Thailand. Microbial ecology,
89(1).


