
Resource Summary Report

Generated by NIF on May 6, 2025

Omics Discovery Index
RRID:SCR_010494
Type: Tool

Proper Citation

Omics Discovery Index (RRID:SCR_010494)

Resource Information

URL: http://www.omicsdi.org/

Proper Citation: Omics Discovery Index (RRID:SCR_010494)

Description: Portal for dataset discovery across a heterogeneous, distributed group of 
transcriptomics, genomics, proteomics and metabolomics data resources. These resources 
span eight repositories in three continents and six organisations, including both open and 
controlled access data resources.

Abbreviations: OmicsDI, DDI, DDICC

Synonyms: Omics Discovery Index (OmicsDI)

Resource Type: portal, database, data or information resource

Keywords: dataset search, knowledge framework, knowledge discovery

Funding: NIA 1U24AI117966-01;
NIGMS 1U54GM114833-01

Availability: Free, Public

Resource Name: Omics Discovery Index

Resource ID: SCR_010494

Alternate IDs: nlx_158507, SCR_014747

Record Creation Time: 20220129T080259+0000

https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_010494/resolver
http://www.omicsdi.org/


Record Last Update: 20250506T061111+0000

Ratings and Alerts

No rating or validation information has been found for Omics Discovery Index.

No alerts have been found for Omics Discovery Index.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 26 mentions in open access literature.

Listed below are recent publications. The full list is available at NIF.
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International journal of molecular sciences, 23(19).
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Parolo S, et al. (2021) Reconstruction of the Cytokine Signaling in Lysosomal Storage 
Diseases by Literature Mining and Network Analysis. Frontiers in cell and developmental 
biology, 9, 703489.

Kumar Das J, et al. (2021) Data science in unveiling COVID-19 pathogenesis and diagnosis: 
evolutionary origin to drug repurposing. Briefings in bioinformatics, 22(2), 855.
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expression databases. PloS one, 15(1), e0227076.
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Bioinformatics and biology insights, 14, 1177932219899051.
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in bioinformatics, 21(6), 1937.
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approaches in proteomics. Nucleic acids research, 48(D1), D1145.

Krassowski M, et al. (2020) State of the Field in Multi-Omics Research: From Computational 
Needs to Data Mining and Sharing. Frontiers in genetics, 11, 610798.

Labory J, et al. (2020) Multi-Omics Approaches to Improve Mitochondrial Disease Diagnosis: 
Challenges, Advances, and Perspectives. Frontiers in molecular biosciences, 7, 590842.

Palermo A, et al. (2020) Cloud-based archived metabolomics data: A resource for in-source 
fragmentation/annotation, meta-analysis and systems biology. Analytical science advances, 
1(1), 70.

Loganathan T, et al. (2020) Host transcriptome-guided drug repurposing for COVID-19 
treatment: a meta-analysis based approach. PeerJ, 8, e9357.
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W380.

Tenenbaum JD, et al. (2019) Translational bioinformatics in mental health: open access data 
sources and computational biomarker discovery. Briefings in bioinformatics, 20(3), 842.
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communications, 10(1), 3512.
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Signatures (LINCS) program: integrated access to diverse large-scale cellular perturbation 
response data. Nucleic acids research, 46(D1), D558.


