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Proper Citation

Phylogeny.fr (RRID:SCR_010266)

Resource Information

URL: http://www.phylogeny.fr/

Proper Citation: Phylogeny.fr (RRID:SCR_010266)

Description: A free, simple to use web service dedicated to reconstructing and analysing
phylogenetic relationships between molecular sequences. Phylogeny.fr runs and connects
various bioinformatics programs to reconstruct a robust phylogenetic tree from a set of
sequences.

Resource Type: database, data or information resource

Defining Citation: PMID:18424797

Keywords: bio.tools, FASEB list

Funding:

Resource Name: Phylogeny.fr

Resource ID: SCR_010266

Alternate IDs: nIx_156923, biotools:phylogeny.fr
Alternate URLSs: https://bio.tools/phylogeny.fr
Record Creation Time: 20220129T080257+0000

Record Last Update: 20250503T060159+0000

Ratings and Alerts


https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_010266/resolver
http://www.phylogeny.fr/
https://pubmed.ncbi.nlm.nih.gov/18424797

No rating or validation information has been found for Phylogeny.fr.

No alerts have been found for Phylogeny.fr.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 636 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF.
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membrane helps plants adapt to salt stress. Nature communications, 15(1), 3978.

Naidich A, et al. (2024) Molecular characterization of ECCLP1, a new putative cathepsin L
protease from Echinococcus canadensis. Parasite (Paris, France), 31, 39.

Da'dara AA, et al. (2024) The riboflavin (vitamin B2) transporter protein (SmaRT) of the



https://neuinfo.org/about/sources/nlx_144509-1
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_010266/resolver/mentions

human intravascular parasitic trematode Schistosoma mansoni. Heliyon, 10(7), e28271.
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inhibitor-resistant mutants selected in a VSV-based system. PLoS pathogens, 20(9),
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BMC research notes, 17(1), 257.
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