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PROFILER

RRID:SCR_009339
Type: Tool

Proper Citation

PROFILER (RRID:SCR_009339)

Resource Information

URL: http://www.molecular-haplotype.org/profiler/profiler_intro.htm

Proper Citation: PROFILER (RRID:SCR_009339)

Description: A flexible software tool to generate the probability distribution of joint
multilocus genotypes defined by sets of individuals within the pedigree and sets of
markers within the framework map. (entry from Genetic Analysis Software), THIS

RESOURCE IS NO LONGER IN SERVICE. Documented on September 16,2025.

Abbreviations: PROFILER

Resource Type: software resource, software application
Keywords: gene, genetic, genomic, linux, unix, solaris
Availability: THIS RESOURCE IS NO LONGER IN SERVICE
Resource Name: PROFILER

Resource ID: SCR_009339

Alternate IDs: nix_154552

Record Creation Time: 20220129T080252+0000

Record Last Update: 20260818T043339+0000

Ratings and Alerts
No rating or validation information has been found for PROFILER.

No alerts have been found for PROFILER.

Data and Source Information



https://neuinfo.org
https://neuinfo.org/data/record/nlx_144509-1/RRID:SCR_009339/resolver
http://www.molecular-haplotype.org/profiler/profiler_intro.htm

Source: SciCrunch Registry

Usage and Citation Metrics
We found 1295 mentions in open access literature.
Listed below are recent publications. The full list is available at NIF .
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Ra K, et al. (2025) Therapeutic Potential of Human Amniotic Membrane-Derived
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11722.
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type | interferon activation during A. baumannii infection. PLoS pathogens, 21(7),
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